. TaqMan assays used to interrogate gene expression within human adipose-derived stem cells. All assays were obtained from Applied Biosystems (Foster City, CA, USA). Figure S1 . Merged network analysis of fresh, passage 0, and passage 1 adipose-derived stem cells. The top scoring Ingenuity Pathway Analysis (IPA)-constructed transcriptome networks generated from genes that were significantly up-regulated in cluster 1 (purple), cluster 2 (orange), or cluster 3 (green), as enumerated in Figure 5 , were merged using IPA's Ingenuity Knowledge Base. Direct relationships are indicated by solid lines, and dashed lines represent indirect relationships.
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